Whole Genome Sequencing and Bioinformatics Analyses
We extracted DNA from bacteria cultured overnight by using the UltraClean Microbial DNA Isolation Kit (QIAGEN, https://www.qiagen.com). We prepared libraries by using Nextera XT DNA Library Prep Kit and sequenced on MiSeq (Illumina, https://www.illumina.com).
We performed SRST2 analysis (2) for multilocus sequence typing and characterization of resistance determinants. For comparative sequence analyses, we mapped Illumina reads against a K. pneumoniae ST307 reference genome (GenBank accession no. GCA_002148835.1) and included additional, previously published sequences for comparative analyses (Appendix Table   2 ) (3-5). We performed variant calling by using Snippy 3.1 after exclusion of mobile genetic elements with PHASTER and IslandViewer 3 (6) (7) (8) .
For phylogenetic analyses, we generated a core chromosomal single nucleotide variant alignment by using Snippy 3.1 (6) . We used a maximum likelihood approach with RAXML to construct a phylogenetic tree based on 860 concatenated SNPs (9). We assessed support for nodes by using 1,000 rapid bootstrap inferences and then by a thorough maximum likelihood search. We estimated free model parameters by RAxML and evaluated and optimized likelihood of the final tree under GAMMA (10) . We created the phylogenetic tree in R 3.4.3 by using the ggtree R package (11) . The tree was rooted on isolate GCA_003076555, the earliest isolate in the collection.
To determine the location of resistance genes, we used SPAdes (http://cab.spbu.ru/software/spades) for assembly and mapped contigs to the NYC ST307, isolate KP1768, core chromosome and plasmids. This indicated that the IncA/C plasmid harbored blaKPC, blaTEM, sulI, aadB, aac6, as well as qacE, implicated in chlorhexidine resistance. blaOXA-1, blaCTX-M-15 and blaSHV100, as well as catB, fosA, tet, aac6, and aadB mapped to the ColR replicon, putatively integrated into the core chromosome. No major resistance genes mapped to the IncFIB(K) plasmid, which contained many elements for encoding resistance to diverse metals. 
